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30 
* 



ATC arc ACA GGC TOG CAT C3GT CCA ACA TOG ATT OAA ATA GAC OGC GCA 
Met Val Thr Gly Trp His Arg Pro Thr Trp He Glu He Asp Arg Ala 

GCAATT^CGCGAAAATATAAAAAT^GAA. CAAAATAAACrcCgGGZA^ 
Ala He Arg Glu Asn He Lys Asn Glu Gin Asn Lys Leu Pro Glu Ser 

120 



GTCG^^TTATOGGCAGIAGrcAAAGCrJ^GCATATGGTCACGGAA^ 
val ASP Leu Trp Ala Val Val Lys Ala Asn Ala lyr Gly His Gly He 

150 * * 

ArcGRACnTGCrAGGACGGCGAAAGAAGCrGGAGCAAAAGCTTrCTGC 
He Glu Val Ala Arg Thr Ala Lys Glu Ala Gly Ala Lys Gly Phe Cys 

210 240 
* * ** * .** * ,** 

GIA GCC ATT TTAGATGAGGCACTGGCrCrrAGAGAAGCrQGATrrCAA 
Val Ala He Leu Asp Glu Ala Leu Ala Leu Arg Glu Ala Gly Phe Gin 

270 

* * * 

GAT G?«: TIT ATT CIT GTO err GOT GCA ACC ASA GAA 

Asp Asp Phe He Leu Val Leu Gly Ala Thr Arg Lys Glu Asp Ala Asn 
300 330 

* 

CIG GCA GCC AAA AAC CAC ATT TCA err ACT GTT TTT AGA GAA GAT TGG 
Leu Ala Ala Lys Asn His He Ser Leu Ttir Val Phe Arg Glu Asp Trp 

360 

** * ** * ** * 

CTA GAG AAT CTA ACG CrA GAA GCA ACA err OGA ATT CAT TTA AAA GTA 
Leu Glu Asn Leu Thr Leu Glu Ala Thr Leu Arg He His Leu Lys Val 



Fig.lA 
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390 420 



GAT AGC GCT A1G GOG CX3T CTC GGT ATT C3CT ACX3 ACT GAA GRA GCA CX3G 
Asp Ser Gly Met Gly Arg Leu Gly lie Arg T3cac Ihr Glu Glu Ala Arg 



450 



480 



******* 



CSGA ATT GAA GCA ACC AGT ACT AAT GAT CAC CAA TTA CAA CTG GAA GGT 
Arg lie Glu Ala Thr Ser Thr Asn Asp His Gin Leu Gin Leu Glu Gly 

510 

********* 
ATT TAG AOG CAT Tl^T GCA ACA GCC GAG CAG CIA GAA ACT AGT TAT TPT 
lie Tyt: Thr His Phe Ala Thr Ala Asp Gin Leu Glu Thr Ser Tyr Phe 

540 570 
* ** * ** * ** * 

GAA CAA CAA TTA GCT AAG TTC CAA AOG ATT TEA ACS- AGT TTA AAA AAA 
Glu Gin Gin Leu Ala Lys Phe Gin Thr lie Leu Thr Ser Leu Lys Lys 

600 

* * * * '* * * * * 

OGA CCA ACT TAT GTT CAT ACA GCC AAT TCA GOT GCT TCA TTG TTA CAG 
Arg Pro Thr Tyr Val His Thr Ala Asn Ser Ala Ala Ser lieu leu Gin 



630 



660 



* * * * * . * - * 



OCA CAA ATC QGG TTT GAT GCG ATT OGC TTT GGT ATT TCG ATG TAT GGA 
Pro Gin lie Gly Phe Asp Ala He Arg Phe Gly He Ser Met Tyr Gly 

690 , 720 

* * * * * * * * * * 

TTA ACT CCC TCC ACA GAA ATC AAA ACT AGC TIG CCG TIT GAG CTT AAA 
Leu Thr Pro Ser Thr Glu He Lys Thr Ser Leu Pro Phe Glu Leu Lys 

750 

* ******** 
CXn- GCA CTT GCA CTC TAT ACC GAG ATG GTT CAT GTG AAA GAA CTT GCA 
Pro Ala Leu Ala Leu Tyr Thr Glu Met Val His Val Lys Glu Leu Ala 



Fig. IB 
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780 83.0 
1, ** * ** * * * * 

CCA GGC GAT AGC GTT AGC TAG GGA GCA ACT TAT KCA GCA ACA GAG C3GA 
Pro Gly Asp Ser Val Ser Tyr Gly Ala Thr Tyr Thr Ala Thr Glu Arg 

840 

* * * * * * * * * 

GAA TGG GTT GCG ACA TTA C3CA ATT GGC TAT GCS GAT GGA TTG TOT CST 
Glu Trp Val Ala Thr Leu Pro lie Gly Tyr Ala A^ Gly Leu lie Arg 

870 900 
* -* * ** * ** * .* 

CAT TAC AGT GGT TTC CAT GTT .TTA GTA GAC GOT GAA CCA GCT CCA ATC 
His Tyr Ser Gly Phe His Val Leu Val Asp Gly Glu. Pro Ala Pro lie 

930 960 
* * ** * ** * ** 

ATT GGT CGA GTT TX3T ATG GAT CAA ACC ATC ATA AAA CTA CCA CGT GM>. 
lie Gly Arg Val Cys htet Asp Gin Thr lie lie Lys Leu Pro Arg Glu 

990 

********* 
TTT C3^ ACT GGT TCA AAA GTA AOG ATA ATT GGC KMk GAT CAT GGT AAC 
Phe dn Thr Gly Ser Lys Val Thr lie lie Gly Lye Asp His Gly Asn 

i020 1050 
***** ***** 
AOS GEA ACA GCA GAT GAT GCC GCI CAA TAT TEA GAT ACA ATT AAT 
Thr Val Thr Ala Asp Asp Ala Ma Gin Tyr Leu Asp Thr lie Asn Tyr 

1080 

t, * * * * * * * * 

GAG GEA ACT TGT TTG TTA AAT GAG OGC ATA CCT AGA AAA TAC ATC CAT 
Glu Val Thr Cys Leu Leu Asn Glu Arg lie Pro Arg Lys Tyr lie His 

* • 
TAG 



Fig.lC 
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30 

********* 

ATG AAA GTA TTA GTA AAT AAC CAT TTA GIT GAA AGA GAA GAT GCC ACA 
M K V L V N N H L V E R E D A T 

90 



** * ** * ** * 



60 

* 

GTT GAC A3T GAA GAC CX3C GGA TAT <aG TTT OCT GM7 GGT GTA TAT GAA 
YD lEDRGYQFGDGVYE 

120 

** * ** * ** * 

GTA GTT 03I CTA TAT AAT GGA AAA TTC TIT ACT TAT AAT GAA GAC ATT 
V VRLYNGKFFTYNEH I 

150 180 , 



* * ** * * * * * 



GAT CX3C TTA TAT GCT AGT GCA GCA AAA ATT GAC TTA GTT ATT CCT TAT 
D R L Y A S A A K I D L V I P Y 



210 



240 



********** 
ICC AAA GAA GAG CTA C3CT GAA TTA CTT GAA AAA TTA OTT GCX: GAA AAT 
S K E E L R E L L E K L V .AE N 

270 

* ******** 

AAT ATC AAT ACA GGG AAT GTC TAT TTA CAA GTG ACT CX3T GGT GTT CAA 
NINTGN VYLQVTRGV.Q 

300 

********** 

AAC CCA CGT. AAT CAT GTA ATC CCT GAT GAT TTC CCT CTA GAA GGC GTT 
NPRNHVIPDDFPLEQV 



Fig. 3 A 
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360 

** ★ ★* * ★ * * 

TTA ACA GCA GCA GCT CGT GAA CTA CCT AGA AAC GAG OCT CAA TTC GTT 
LTAAAREV PR NERQF V 

390 420 
********** 

GAA GGT GGA ACQ GCO ATT AGA GAA GAA GAT GIG GGC TGG TTA CX3C TGT 
EG G TA I T E E DVRW Ij R C 

450 480 
* * * * * * * * * * 

GAT ATT AGC TTA AAC CTT TTA GGA AAT ATT CTA C5CA AAA AAT AAA 

DIKSLNLLGNIDAKNK 

510 

*: ** * *★ * ★* 

GCA CAT CAA CAA AAT GCT TTG GAA GCT ATT TTA CAT CGC GGG GAA GAA 
AHQ QNA L E A I LHR G E Q 

540 570 
,* ** * ★* * ** * 

GTA AGA GAA TGT TCT GCT TCA AAC GTT TCP ATT ATT AAA GAT GGT GTA 
VTECSASNVSIIKDGV 

600 

** ******* 

TIA TX3G ACG GAT GOG GCA GAT AAC TTA ATC TTA AAT GGT ATC ACT OGT 
LWTHAADNLILNGITR 

630 

** * ** * ** * * 

CAA err ATC ATT GAT GTT GGG AAA AAG AAT GGC ATT CGT GTT AAA GAA 
QV I I DVAKKNGI P VK E 



Fig.3B 
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690 720 
* * ** * ** * ** 

GOG GAT TTC ACT TTA ACA GAC CTT OCT GAA 003 GAT GAA GTG ITC ATT 
AD. FTLT D LREADEVF I 

750 

* ** * ** * ** 

TCA AGT ACA ACT ATT GAA ATT ACA CCT ATI AOG CAT ATT GAC GGA GTT 
S S T T I E I T P I T H I D C V 

780 810 
.* ** * .** * ** * 

CAA GTA GCr GAC GGA AAA CGT GGA CCA ATT ACA GCG CAA CTT CAT CAA 
QVADG K R GP I T AQ L H Q 

840 

* * * * * * * * * 

TAT TTT GTA GAA GAA ATC ACT CC?r GCA TGT GGC GAA TTA GAG TIT GCA 
YFVEE IT RAGGE Ii E FA 

870 
* * 

AT^^ TAA 
K * 



Fig.3C 
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